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BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 
o BLACK BORDERS 

o TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
o FADED TEXT 
o ILLEGIBLE TEXT 
o SKEWED/SLANTED IMAGES 
o COLORED PHOTOS 
(oJbLACK or VERY BLACK AND WHITE DARK PHOTOS 
o GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPYo 

As rescamiiniiinig docMinnieEits will not correct Smniages, 
please do mi report tlhe Images to tlhie 
Image Problem Mailbox. 
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FIG. 2A 
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FIG. 2B 
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Helical content of CAP18 peptides. Peptides were analyzed by 
CD spectroscopy, and % helical content was calculated. 



FIG. 3A 
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Helical content of SMAP29 peptides. Peptides were analyzed 
by CD spectroscopy, and % helical content was calculated. 
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Peptides at lOOx their EC50 
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Peptides at 10x their EC50 



100 



50 . 



SMAP29 
truncations 



SMAP29 Variants 



0 II Jr7ilr7nr7li7irplr;ir7irpr7ii7ir7iiYirynrprprpr7ii^ 



Peptides at 100x their EC50 
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